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Species Gene Symbol Gene ID GenBank Accession Transcript
Human PRDM16 63976 BC161614 NM_ 022114
About the gene
Official Symbol PRDM16
Previous Symbol -
Official Full Name | PR/SET domain 16
Synonyms MEL1; PFM13; KIAA1675; MGC166915; KMTSF
Location 1p36.32
Gene Type protein_coding
Uniprot ID Q9HAZ2.3
Pathway/Library Epigenetic Regulators Related Genes Library
The reciprocal translocation t(1;3)(p36;q21) occurs in a subset of myelodysplastic syndrome (MDS) and
acute myeloid leukemia (AML). This gene is located near the 1p36.3 breakpoint and has been shown to be
specifically expressed in the t(1:3)(p36,q21)-positive MDS/AML. The protein encoded by this gene is a
Gene Summary zinc finger transcription factor and contains an N-terminal PR domain. The translocation results in the
overexpression of a truncated version of this protein that lacks the PR domain, which may play an
important role in the pathogenesis of MDS and AML. Alternatively spliced transcript variants encoding
distinct isoforms have been reported.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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